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S1. Analysis (allelic, dominant, additive, and recessive models) of various variables (means ± SE), includes all AJs groups (n = 567) and adjusted for gender, age, and group.
d3-Homozygote deletion, WT-Wild type, Het-Heterozygote, Pval-p value. table S2. Analysis (allelic, dominant, additive, and recessive) of various variables (means ± SE), includes AJ centenarian (C) and control (C) groups (n = 344) and adjusted for gender, age, and group. d3-Homozygote deletion, WT-Wild type, Het-Heterozygote, Pval-p value. (127) Primer Sequence G1 5'-TGTGCTGGTCTGTTGGTCTG G2 5'-AGTCGTTCCTGGGACAGAGA G3 5'-CCTGGATTAACACTTTGCAGACTC
